Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.036; wR factor = 0.102; data-to-parameter ratio = 13.8.
The title compound, C 15 H 15 NO 4 S, was prepared by simple condensation of methyl 2-aminobenzoate and 4-methylbenzenesulfonyl chloride. The dihedral angle between the benzene rings is 84.36 (6) . The molecular structure is stabilized by an intramolecular N-HÁ Á ÁO hydrogen-bonding interaction involving the carbonyl group as acceptor, generating an S(6) graph-set motif. Table 1 Hydrogen-bond geometry (Å , ). (Schultz et al., 2001; Krishnaiah et al., 1995; Arshad, Khan, Shafiq et al., 2009; Xiong et al., 2007) . Particularly, the sulfonamides are biologically active organic compounds, which have been investigated as inhibitors of methionine aminopeptidase-2 (MetAP2) and intermediates for cancer therapy (Sheppard et al., 2006) . In order to obtain detailed information on the molecular conformation, the X-ray study of the title sulfonamide has been carried out, and the results are presented here.
Related literature
As is shown in Fig. 1 , the two benzene rings are approximately orthogonal, the dihedral angle between their planes being 84.36 (6)°. In addition to van der Waals interactions, there is an intramolecular N-H···O hydrogen bond which generates a graph set motif S(6) (Arshad, Khan, Akkurt et al., 2009) to stabilize the molecular conformation ( Fig. 1 and Table 1 ).
Experimental
Methyl 2-aminobenzoate (5 mmol) was dissolved in tetrahydrofuran (10 ml) in a round bottom flask (50 ml). The pH of the solution was maintained at 7-8 using Et 3 N. 4-Toluene sulfonyl chloride (6 mmol) was suspended to the above solution and refluxed until all the 4-toluene sulfonyl chloride was consumed. After removal of the solvent, water (20 ml) was added to the residue. Then the mixture was extracted with CH 2 Cl 2 , and the organic layer was dried over anhydrous sodium sulfate. The solvent was removed under reduced pressure. Further purification was carried out by recrystallization in ethanol to give a solid (yield 83.7%). Single crystals suitable for X-ray analysis were obtained by diffusion of n-hexane in an ethanol solution.
Refinement
All C-bonded H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H = 0.93 (aromatic) or 0.96 Å (methyl). Amine H atom H1 was found in a difference map, and its position fixed in final cycles. Isotropic displacement parameters for H atoms were calculated as U iso (H) = 1.5U eq (carrier C, N) for methyl H atoms and H1, and U iso (H) = 1.2U eq (carrier C) for others. 
